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ABSTRACT. Genetic diversity analysis of chickpea germplasm can 
provide practical information for the selection of parental material and 
thus assist in planning breeding strategies. Chickpea seed is a good 
source of carbohydrates and proteins, constituting 80% of the total 
dry seed weight. Released cultivars and advanced lines of 30 chickpea 
genotypes were subjected to RAPD analysis for assessment of genetic 
diversity. We used 16 RAPD primers. Amplification of genomic DNA of 
the 30 genotypes yielded 62 fragments that could be scored. The number 
of amplification products produced per primer varied from two to four, 
with a mean of three bands. The total number of bands amplified by 16 
anchored primers varied from 16 to 34. The primer GLK-15 produced 
the largest number (N = 4) of fragments, whereas primers GLK-19 and 
GLD-19 produced the smallest number (N = 1) of fragments. The single 
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band produced by the GTGTGCCCCA primer in the PB-2000 and 07005 
genotypes may be attributed to temperature tolerance phenotypes. 
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