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RAPD and ISSR markers in the evaluation
of genetic divergence among accessions of
elephant grass
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ABSTRACT. Considering the expected genetic variability of elephant
grass (Pennisetum purpureum), due to its cultivation in different
continents, we characterized and estimated the genetic divergences
between 46 accessions of elephant grass with different edaphoclimatic
adaptations, using RAPD and ISSR markers. We evaluated,
comparatively, the consistency of the information achieved with these
markers. Twenty-six RAPD and 25 ISSR primers were employed. The
RAPD markers produced 185 bands, 72% of which were polymorphic,
with a mean of 5.11 polymorphic bands per primer. The 25 ISSR starters
produced 216 bands; 76% were polymorphic, with a mean of 6.56
polymorphic bands per primer. The correlation between the genetic
distances achieved by the RAPD and ISSR markers was 0.76, which
is highly significant by the Mantel test. Based on UPGMA grouping,
considering the point of sudden change, five and six groups were
formed for the data from the RAPD and ISSR markers, respectively.
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These markers provided partially concordant groups, indicating that
these techniques can provide consistent information and consequently
could be used in studies of genetic diversity among accessions.
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