
©FUNPEC-RP www.funpecrp.com.brGenetics and Molecular Research 8 (4): 1376-1382 (2009)

Genetic diversity of Saccharum officinarum 
accessions in Pakistan as revealed by random 
amplified polymorphic DNA 

F.A. Khan1, A. Khan1, F.M. Azhar1 and S. Rauf2

1Department of Plant Breeding and Genetics,
University of Agriculture, Faisalabad, Pakistan
2University College of Agriculture,
University of Sargodha, Sargodha, Pakistan

Corresponding author: F.A. Khan
E-mail: farooq_pbg@yahoo.com

Genet. Mol. Res. 8 (4): 1376-1382 (2009)
Received July 31, 2009
Accepted September 20, 2009
Published November 17, 2009

ABSTRACT. Genetic diversity of 20 sugarcane accessions in Pakistan 
was studied using 21 random amplified polymorphic DNA markers. 
The mean genetic distance between the cultivars was 39.03%, demon-
strating that a large part of the genome is similar among the accessions. 
This probably arises from a lack of parental diversity, with few clones, 
which are themselves related, contributing to the parentage of these 
varieties. Among the varieties, none was found to be totally distinct and 
divergent from the others. We conclude that the current Pakistan com-
mercial varieties have a limited genetic base and that there is a need to 
diversify commercial sugarcane lines in Pakistan by introducing new 
germplasm sources.
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