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ABSTRACT. In the face of a possible loss of genetic diversity in 
plants due the environmental changes, actions to ensure the genetic 
variability are an urgent necessity. The extraction of Brazilian pepper 
fruits is a cause of concern because it results in the lack of seeds in soil, 
hindering its distribution in space and time. It is important to address 
this concern and explore the species, used by riparian communities 
and agro-factories without considering the need for keeping the seeds 
for natural seed banks and for species sustainability. The objective 
of this study was to evaluate the structure and the genetic diversity 
in natural Brazilian pepper populations (Schinus terebinthifolius 
Raddi). Twenty-two alleles in 223 individuals were identified from 
eight forest remnants located in the states of Minas Gerais, Espírito 
Santo, and Sergipe. All populations presented loci in Hardy-Weinberg 
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equilibrium deviation. Four populations presented six combinations of 
loci in linkage disequilibrium. Six exclusive alleles were detected in 
four populations. Analysis of molecular variance showed the absence 
of diversity between regions and that between the populations (GST) 
was 41%. Genetic diversity was structured in seven clusters (∆K7). 
Brazilian pepper populations were not structured in a pattern of 
isolation by distance and present genetic bottleneck. The populations 
São Mateus, Canastra, Barbacena, and Ilha das Flores were identified 
as management units and may support conservation projects, ecological 
restoration and in implementation of management plans for Brazilian 
pepper in the State of Sergipe.
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