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Assessment of genetic divergence among coffee 
genotypes by Ward-MLM procedure in 
association with mixed models
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ABSTRACT. Mixed linear models have been used for the analysis 
of the genetic diversity and provided further accurate results in crops 
such as eucalyptus, castor, and sugarcane. However, to date, research 
that combined this analysis with Ward-MLM procedure has not been 
reported. Therefore, the aim of the present study was to identify divergent 
coffee genotypes by Ward-MLM procedure, in association with the 
mixed-decision models. The experiment was initiated in February 
2007, in the northwestern Rio de Janeiro State. The 25 evaluated 
genotypes were grown with a spacing of 2.5 x 0.8 m, in a randomized 
block design, with 5 replications, containing 8 plants each. The 
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following agronomic traits were evaluated: plant height, stem diameter, 
plagiotropic branch number, and productivity. Four measurements 
were performed for each character from 2009 to 2012, between May 
and July. Data were analyzed using REML/BLUP analysis and Ward-
MLM procedure. The Ward-MLM procedure in association with mixed 
linear models demonstrated the genetic variability among the studied 
coffee genotypes. We identified two groups of most divergent coffee 
genotypes, which can be combined by crossings and selections in order 
to obtain genotypes with high productivity and variability.

Key words: BLUP/REML; Coffea arabica; Genetic value


