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Effects of tail docking on the expression of 
genes related to lipid metabolism in Lanzhou 
fat-tailed sheep
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ABSTRACT. To evaluate stearoyl-CoA desaturase (SCD), hormone-
sensitive lipase (HSL), lipoprotein lipase (LPL), and peroxisome 
proliferator-activated receptor (PPARγ) expression in Lanzhou fat-tailed 
sheep (with and without docked tails), 18 rams were randomly divided 
into two equal groups (docked group, LT; control group, LC). These data 
were also used to increase the understanding of sheep fat deposition and 
metabolism. All animals were harvested at the age of 18 months, and 
expression was determined for 10 tissues. The results indicated that the 
fat weight of each tissue in LT was higher than in LC (P < 0.05). SCD 
expression in semitendinosus, omentum majus fat (OF), subcutaneous fat, 
kidney fat (KF), and subcutaneous rump fat was higher in LT than in LC 
rams (P < 0.05). Trends (P < 0.10) associated with higher HSL expression 
of LC in comparison to that of LT rams in intestinal fat, OF, and KF tissues 
were detected. Numerically, LPL expression was the highest in KF, OF, 
and kidney tissues, but there were few differences (P > 0.10). PPARγ 
expression was greater in LT than in LC rams in liver tissues (P < 0.05), 
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but there were few differences in other tissues. No significant differences 
were found with regard to the regression analysis of expression and 
adipose tissue weights, but the two indices exhibited the same trend. The 
results indicated that changes in fatty deposits may be due to the common 
control of docking management and the minor effects associated with the 
regulation of SCD, HSL, LPL, and PPARγ expression.
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