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ABSTRACT. The peanut (Arachis hypogaea) is an important food crop 
in much of the tropical and semi-tropical parts of the world. The peanut 
is an allotetraploid with an AABB genome formula derived from diploids 
A. duranensis (A genome) and A. ipaënsis (B genome). The success of 
an introgression program that aims to improve cultivated varieties of the 
peanut depends on whether the chosen B genome species is homologous 
with the B genome of the peanut. While not directly involved in the origin 
of the peanut to the best of our knowledge, Arachis valida is a B genome 
species that could potentially be a bridge species or a source of new 
and different alleles, because of its resistance to diseases and pests. In 
this study, we investigated the crossability of A. valida with five other B 
genome species of section Arachis. Eight cross-combinations were made 
with A. valida and A. gregoryi, A. ipaënsis, A. magna, A. valida, and A. 
williamsii. Two hundred and forty pollinations were made yielding 61 fruit 
segments, 61 seeds, one abortion, and 24 hybrid plants. An analysis of the 
morphological characteristics and pollen viability confirmed that the plants 
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were hybrids. Our results indicated that higher pollen viability of hybrid 
plants corresponded with higher affinity between parent plants used in 
crossings. This conclusion corroborates much of previous research carried 
out by many other authors in the past.
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