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ABSTRACT. We integrated all the eligible studies and investigated
whether the TNF-α 308G/A polymorphism correlates with urogenital cancer
risk. Tumor necrosis factor-α (TNF-α) is a risk factor for some urogenital
cancers; however, in prostate and bladder cancers the results are
controversial. PubMed, EMBASE, Web of Science, the Cochrane Library,
the Chinese Biomedical Literature Database, and the Wanfang Database
were searched for all case-control studies on the relationship between
the TNF-α 308G/A polymorphism and susceptibility to urogenital cancer
between January 1994 and January 2015. The pooled odds ratio with 95%
confidence interval was calculated to assess the associations. A total of
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504 articles were found, 39 of which involved 11,613 cases and 12,542
controls that fulfilled the inclusion criteria. Overall, the TNF-α 308G/A
polymorphism was significantly associated with the risk of urogenital cancer.
In the subgroup analysis for different cancer types, significant associations
were found in cervical cancer and urothelial carcinoma, while our metaanalysis indicated that there were no significant associations between
the TNF-α 308G/A polymorphism and prostate, bladder, or renal cancers.
When stratified by ethnicity, significant associations were observed in
Caucasian populations, whereas no significant associations were found
in African-Americans, Asians, or mixed populations. Furthermore, carriers
of the -308A allele among the hospital-based case-control group were at
a high risk of urogenital cancer. Our meta-analysis showed that the TNF-α
308G/A polymorphism was significantly associated with urogenital cancer
risk, particularly in the Caucasian and hospital-based populations.
Key words: Urogenital cancer; TNF-α; Polymorphism; Meta-analysis

INTRODUCTION
Urogenital cancers, including prostate, bladder, cervical, ovarian, renal cell, and
endometrium cancers, are commonly diagnosed in human beings. Prostate cancer is the most
commonly diagnosed cancer in men; in 2014, the estimated number of new cases was 233,000
and the number of deaths was 29,480. Bladder cancer is the fourth most common cancer in men
with an estimated 56,390 new cases in 2014, and there are also high incidences of other urogenital
cancers, such as cervical, ovarian, and renal cell cancers. Until now, the exact mechanism of
carcinogenesis is uncertain, although several factors have been discovered and hypotheses
proposed. Lichtenstein et al. (2000) found that there was a significant association between
environmental and heritable factors and causation of cancer, and genetic factors might account
for 42% of prostate cancer cases. Zaridze et al. (2008) considered genetic factors and gene
polymorphisms to be critical causes of cancer risk.
With regard to urogenital cancer, several specific mechanisms of cancer development have
also been proposed. Pashos et al. (2002) reported that risk factors such as cigarette smoking might
have an effect on the development of bladder cancer. The association between cervical cancer
and certain types of human papillomavirus (HPV) has already been confirmed. Inflammation may
be associated with prostate cancer for two reasons: cytokines are frequently present in prostate
biopsy and prostatectomy specimens; and non-steroidal anti-inflammatory drugs (NSAIDs)
such as aspirin have been confirmed by Veitonmaki et al. (2013) to reduce prostate cancer risk.
Furthermore, chronic inflammation is also thought to play an important role in the development of
other urogenital cancers.
Tumor necrosis factor-α (TNF-α) is an inflammatory cytokine primarily produced by
macrophages that can induce cellular growth, death, and regeneration. The gene that encodes
TNF-α has the chromosomal locus 6p21.3, and there are several polymorphisms in the upstream
proximal promoter of TNF-α that may have an effect on its production and bioactivity. Recently,
several studies focusing on the associations between TNF-α polymorphisms and urogenital cancer
risk have been performed, producing results that suggest that the TNF-α 308G/A polymorphism
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(one of several TNF-α polymorphisms) might be a risk factor for urogenital cancer development.
For instance, Berhane et al. study (2012) showed a statistically significant increase in the risk of
prostate cancer among individuals that carry the A allele of the TNF-α-308 gene. Badano et al.
(2012) thought that the presence of the high producer allele TNF-α-308 A was correlated with an
increased risk of cervical cancer in a Posadas population. However, results from other studies
remain controversial (Nonomura et al., 2006; Danforth et al., 2008; Wang et al., 2011; Barbisan
et al., 2012; Jones et al., 2013). Owing to these conflicting results, we conducted this metaanalysis to provide a comprehensive assessment of the associations between the TNF-α 308G/A
polymorphism and the risk of urogenital cancer.

MATERIAL AND METHODS
Search strategy
Databases including PubMed, EMBASE, Web of Science, the Cochrane Library, the
Chinese Biomedical Literature Database, and the Wanfang Database were searched for all casecontrol studies that mainly focused on the relationship between the TNF-α 308G/A polymorphism
and susceptibility to cancer. The following search terms were used: (‘cancer’ OR ‘carcinoma’)
AND (‘TNF alpha’ OR ‘tumor necrosis factor alpha’ OR ‘tumor necrosis factor α’ OR ‘TNFα’)
AND (‘polymorphism’ OR ‘single nucleotide polymorphism’ OR ‘SNP’ OR ‘variation’). The articles
retrieved were then selected by reviewers to identify studies focusing on urogenital cancers. There
was no language restriction on the literature search. Secondary searches of unpublished literature
were conducted by searching the reference lists of the selected studies, and reviews were also
examined to find more eligible studies.

Inclusion and exclusion criteria
The inclusion criteria were: 1) the study must have been a case-control study; 2) the
study must have evaluated urogenital cancer risk and the TNF-α 308G/A polymorphism; and 3) the
study must have provided sufficient data, including number or frequency of alleles and genotypes.
Studies were excluded if they: 1) were reviews, case reports, or non-case-control studies or metaanalyses; 2) did not report sufficient available data; or 3) duplicated reports.

Data extraction
Data from the eligible studies were independently extracted according to the inclusion and
exclusion criteria by two authors, and a consensus was attempted. For each study, the following
characteristics were collected: authors, year of publication, ethnicity, group, sample size, and
alleles and genotypes of the TNF-α 308G/A polymorphism. Moreover, we evaluated whether the
genotype distributions followed the Hardy-Weinberg equilibrium (HWE).

Data synthesis and statistical analysis
Odds ratios (ORs) with 95% confidence intervals (95%CIs) were calculated to assess
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the association between the TNF-α 308G/A polymorphism and urogenital cancer risk in an allele
contrast model (A vs G), a homozygote model (AA vs GG), a heterozygote model (GA vs GG),
a dominant model (AA/GA vs GG), and a recessive model (AA vs GA/GG). Subgroup analysis
was performed according to type of urogenital cancer, ethnicity, and control source. Heterogeneity
was checked by a chi-square-based Q statistic test and quantified by I2 metric value. If I2 > 50%,
suggesting that an obvious heterogeneity existed, ORs were pooled by the random-effect model,
otherwise, the fixed-effect model was used. Sensitivity analysis was performed by excluding the
studies not in HWE, and publication bias was evaluated by funnel plots and Egger’s test. All metaanalyses were performed using Stata 12.0 and P-values < 0.05 were considered statistically
significant.

RESULTS
Study characteristics
A total of 504 articles were preliminarily reviewed, of which 39 studies with 11,613 cases
and 12,542 controls fulfilled the inclusion criteria (Table 1). Three hundred and fifty-one studies
remained after 153 replicated articles had been eliminated. Two hundred and ninety-two studies
did not focus on urogenital cancer and 8 studies were case-only or case-case studies. Twelve
articles were also excluded because they did not provide sufficient data. As a result, a total of
39 articles were included in our meta-analysis (Figure 1). There are 13 studies (Oh et al., 2000;
McCarron et al., 2002; Wu, 2004; Jinchao, 2007; Danforth et al., 2008; Sáenz-López et al., 2008;
Zabaleta et al., 2008; Kesarwani, 2009; Moore et al., 2009; Wang et al., 2009a; Zhang et al.,
2010; Berhane et al., 2012; Jones et al., 2013) focusing on prostate cancer, 19 studies (Jang
et al., 2001; Calhoun et al., 2002; Gostout et al., 2003; Stanczuk et al., 2003; Deshpande et al.,
2005; Duarte et al., 2005; Govan, 2006; Kohaar et al., 2007; Singh, 2009; Wang et al., 2009b;
Ivansson, 2010; Zu, 2010; Wang et al., 2011; Zuo et al., 2011; Badano et al., 2012; Barbisan et
al., 2012; Hang and Xu, 2012; Wang et al., 2012; Sousa et al., 2014) on cervical cancer, 6 studies
(Tsai et al., 2001; Jeong et al., 2004; Kim et al., 2005; Leibovici et al., 2005; Nonomura et al.,
2006; Ahirwar et al., 2008) on bladder cancer, 1 study (Jang et al., 2001) on renal cell cancer, and
1 study (Wu, 2013) on urothelial carcinoma. Five articles (Stanczuk et al., 2003; Govan, 2006;
Zabaleta et al., 2008; Berhane et al., 2012; Jones et al., 2013) involved African-American patients,
16 articles (Oh et al., 2000; Calhoun et al., 2002; McCarron et al., 2002; Gostout et al., 2003;
Deshpande et al., 2005; Duarte et al., 2005; Leibovici et al., 2005; Kohaar et al., 2007; Danforth
et al., 2008; Sáenz-López et al., 2008; Zabaleta et al., 2008; Wang et al., 2009b; Ivansson, 2010;
Badano et al., 2012; Barbisan et al., 2012; Sousa et al., 2014) involved Caucasian patients, 16
(Jang et al., 2001; Tsai et al., 2001; Jeong et al., 2004; Wu, 2004; Kim et al., 2005; Nonomura
et al., 2006; Jinchao, 2007; Ahirwar et al., 2008; Kesarwani, 2009; Singh, 2009; Zu, 2010; Wang
et al., 2011; Zuo et al., 2011; Hang and Xu, 2012; Wang et al., 2012; Wu et al., 2013) involved
Asian patients, and 3 (Moore et al., 2009; Wang et al., 2009a; Zhang et al., 2010) involved mixed
populations. The distributions of genotypes in the controls of 7 studies (McCarron et al., 2002;
Govan, 2006; Ahirwar et al., 2008; Singh, 2009; Zu, 2010; Wang et al., 2011; Wang et al., 2012)
were not consistent with HWE. The general demographic characteristics of studies included in this
meta-analysis are summarized in Table 1.
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African-American
African-American
Mixed
Asian
Caucasian
Caucasian
African-American
Caucasian
Asian
Caucasian
Mixed
Mixed
Asian
Caucasian
Caucasian
Caucasian
Asian
Caucasian
Asian
Caucasian
Asian
Caucasian
Asian
Caucasian
Caucasian
Asian
African-American
African-American
Caucasian
Caucasian
Caucasian
Asian
Asian
Asian
Asian
Caucasian
Asian
Asian
Asian
Asian
Asian

HCC
HCC
PCC
PCC
HCC
HCC
HCC
PCC
PCC
PCC
PCC
PCC
HCC
HCC
PCC
PCC
PCC
PCC
PCC
PCC
HCC
HCC
HCC
HCC
HCC
PCC
HCC
PCC
HCC
HCC
PCC
HCC
PCC
HCC
HCC
PCC
HCC
PCC
PCC
HCC
PCC
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150
176
256
2514
400
130
310
126
220
857
250
245
122
176
113
92
552
87
800
91
165
162
107
411
200
228
101
244
175
205
318
110
594
173
443
153
200
150
109
92

113/445
36/264
53/116†
23/371
732/3800
166/792
13/121
80/512
24/168
78/400
270/1628
103/399
43/447
106/186
38/206
14/98
7/95
404/2122
9/33†
73/839
56/110
30/210
39/261
45/209
86/430
44/328
78/410
30/176
64/326
45/209
77/369
46/524
81/397
58/542
5/277
151/307†
16/290
29/243
20/208
17/209
4/74

A/G
5/103/171
6/24/120
48/128†
1/21/175
51/630/1585
9/148/322
2/9/56
5/70/221
2/20/74
6/66/167
21/228/700
12/79/160
2/39/204
0/106/40
3/32/87
2/10/44
2/3/46
32/340/891
23/64†
3/67/386
3/50/30
4/22/94
11/17/122
9/27/91
16/54/188
7/30/149
8/62/174
1/28/74
7/50/138
9/27/91
6/65/152
8/30/247
0/81/158
7/44/249
0/5/136
134/309†
2/12/139
5/19/112
1/18/95
1/15/97
0/4/35

AA/GA/GG

Case		

14/153/368
1/18/131
4/37/215
78/704/1732
10/118/272
3/33/94
2/52/256
1/22/103
13/57/150
11/205/641
9/69/172
2/48/195
3/38/81
4/46/126
0/12/101
0/7/85
18/138/396
8/126/666
9/16/66
0/15/150
4/11/147
4/30/73
14/100/297
10/46/144
10/46/172
2/18/81
4/40/200
5/53/117
2/39/164
9/35/274
2/25/83
4/83/507
0/1/127
1/22/130
7/22/171
1/25/124
0/19/90
0/7/85

45/467
860/4168
138/662
39/221
56/564
24/228
83/357
227/1487
87/413
52/438
44/200
54/298
12/214
7/177
174/930
142/1458
34/148
15/315
19/305
38/176
128/694
66/334
66/390
22/180
48/440
63/287
43/367
53/583
29/191
91/1097
1/345
24/282
36/364
27/273
19/199
7/177

AA/GA/GG

Control		

181/889
21/279

A/G

0.95
0.00
0.83
0.32
0.70

0.46
0.00
0.54
0.00
0.68
0.13
0.02
0.01
0.41
0.24
0.73
0.85
0.00
0.94
0.77
0.97

0.12
0.53
0.51
0.96
0.72
0.88
0.02
0.23
0.53
0.61
0.55
0.93
0.55
0.70
0.17

0.69
0.66

HWE P value

HWE = Hardy-Weinberg equilibrium; HCC = hospital-based case-control studies; PCC = population-based case-control studies; *two independent case-control study
sets. †AA+AG/GG.

Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Prostate cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Cervical cancer
Urothelial carcinoma
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Renal cancer

Control

Sample size		

279
150
169
197
2266
479
67
296
96
239
949
251
245
146
122
56
51
1263
42
456
83
120
150
127
258
186
244
103
195
127
223
285
239
300
141
485
153
136
114
113
39

Study design

Jones et al. (2013)
Berhane et al. (2012)
Zhang et al. (2010)
Kesarwani et al. (2009)
Danforth et al. (2008)
Zabaleta et al. (2008)*
Zabaleta et al. (2008)*
Sáenz-López et al. (2008)
Wu et al. (2004)
McCarron et al. (2002)
Moore et al. (2009)
Wang et al. (2009a)
Jinchao Ge (2007)
Oh et al. (2000)
Barbisan et al. (2012)
Badano et al. (2012)
Jang et al. (2001)
Ivansson et al. (2010)
Huang et al. (2012)
Wang et al. (2009b)
Zu et al. (2010)
Kohaar et al. (2007)
Singh et al. (2009)
Calhoun et al. (2002)
Deshpande et al. (2005)
Wang et al. (2011)
Govan et al. (2006)
Stanczuk et al. (2003)
Duarte et al. (2005)
Gostout et al. (2003)
Sousa et al. (2014)
Wang et al. (2012)
Zuo et al. (2011)
Wu et al. (2013)
Nonomura et al. (2006)
Leibovici et al. (2005)
Kim et al. (2005)
Ahirwar et al. (2008)
Tsai et al. (2001)
Jeong et al. (2004)
Jang et al. (2001)

Ethnicity
Case

Cancer type

				

Author

Table 1. General characteristics of studies included in the meta-analysis.
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Figure 1. Study selection and inclusion process.

Meta-analysis results
Overall, there was significant association between the TNF-α 308G/A polymorphism and
urogenital cancer risk (A vs G: OR = 1.18, 95%CI = 1.06-1.32, P = 0.002; GA vs GG: OR = 1.19,
95%CI = 1.04-1.37, P = 0.012; GA/AA vs GG: OR = 1.20, 95%CI = 1.07-1.36, P = 0.003) (Table
2). In the subgroup analysis of caner type, the OR (95%CI) in cervical cancer was 1.28 (1.08-1.52)
in the allele contrast model, 1.27 (1.02-1.60) in the heterozygote model, and 1.29 (1.06-1.58)
in the dominant model. In urothelial carcinoma, the OR (95%CI) was 3.56 (1.03-12.29) in the
homozygote model and 3.52 (1.02-12.13) in the recessive model. These results indicate that there
were significant associations between the TNF-α 308G/A polymorphism and cervical cancer and
urothelial carcinoma (Table 2). However, as shown in Table 2, no significant associations were
Genetics and Molecular Research 14 (4): 16102-16112 (2015)
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found between the TNF-α 308G/A polymorphism and prostate, bladder, and renal cancers. When
stratified by ethnicity, there was significant association in Caucasian populations (A vs G: OR =
1.25, 95%CI = 1.05-1.48, P = 0.011; GA vs GG: OR = 1.25, 95%CI = 1.02-1.55, P = 0.033; GA/AA
vs GG: OR = 1.27, 95%CI = 1.05-1.54, P = 0.012), whereas no significant associations were found
in African-Americans, Asians, or mixed populations (Table 2). With regard to the subgroup analysis
of control sources, significant difference was found between patients and hospital-based controls
in the allele contrast (OR = 1.25, 95%CI = 1.05-1.47, P = 0.01) and dominant (OR = 1.29, 95%CI =
1.04-1.60, P = 0.023) models, but not in the population-based case-control group (Table 2).
Table 2. Results of genetic models for the TNF-α 308G/A polymorphism and urogenital cancer.
Group

N

		

A vs G		
OR (95%CI)

P

Model

AA vs GG			
OR (95%CI)

P

Model

GA vs GG			
OR (95%CI)

P

Model

GA+AA vs GG		
OR (95%CI)

P

Model

AA vs GA+GG
OR (95%CI)

P

Model

Overall
39 1.18 (1.06,1.32) 0.002
R
1.10 (0.92,1.30)
0.302
F
1.19 (1.04,1.37) 0.012
R
1.20 (1.07,1.36) 0.003
R
1.06 (0.89,1.26)
0.533
F
Cancer type																
Prostate cancer
12 1.12 (0.95,1.32) 0.177
R
1.10 (0.92,1.30)
0.371
F
1.19 (1.04,1.37) 0.124
R
1.18 (0.97,1.45) 0.101
R
0.87 (0.68,1.11)
0.267
F
Cervical cancer
19 1.28 (1.08,1.52) 0.004
R
1.28 (0.99,1.67)
0.064
F
1.27 (1.02,1.60) 0.034
R
1.29 (1.06,1.58) 0.013
R
1.23 (0.94,1.59)
0.127
F
Urothelial carcinoma 1 1.29 (0.91,1.82) 0.148
R
3.56 (1.03,12.29) 0.044
F
1.08 (0.73,1.60) 0.705
R
1.19 (0.82,1.74) 0.358
R
3.52 (1.02,12.13) 0.046
F
Bladder cancer
6 0.97 (0.68,1.38) 0.869
R
1.33 (0.53,3.36)
0.545
F
0.92 (0.57,1.48) 0.728
R
1.01 (0.75,1.35) 0.955
R
1.32 (0.53,3.33)
0.551
F
Renal cancer
1 1.37 (0.39,4.81) 0.626
R
2.47 (0.15,40.64) 0.527
F
1.39 (0.38,5.04) 0.619
R
1.39 (0.38,5.04) 0.619
R
2.39 (0.15,39.28) 0.541
F
Ethnicity																
Asian
16 1.16 (0.94,1.43) 0.168
R
1.25 (0.85,1.83)
0.261
F
1.13 (0.84,1.53) 0.418
R
1.13 (0.87,1.46) 0.364
R
1.17 (0.80,1.70)
0.461
F
Caucasian
16 1.25 (1.05,1.48) 0.011
R
0.99 (0.79,1.24)
0.937
F
1.25 (1.02,1.55) 0.033
R
1.27 (1.05,1.54) 0.012
R
0.98 (0.78,1.22)
0.837
F
African-American
4 1.13 (0.88,1.45) 0.344
R
1.03 (0.58,1.82)
0.932
F
1.27 (0.91,1.76) 0.155
R
1.26 (0.93,1.71) 0.136
R
0.96 (0.54,1.69)
0.878
F
Mixed
3 1.12 (0.95,1.32) 0.168
R
1.62 (0.92,2.85)
0.097
F
1.07 (0.88,1.29) 0.512
R
1.12 (0.94,1.32) 0.207
R
1.57 (0.89,2.76)
0.117
F
Control source																
Hospital
19 1.25 (1.05,1.47) 0.01
R
1.12 (0.90,1.40)
0.299
F
1.24 (0.98,1.57) 0.072
R
1.29 (1.04,1.60) 0.051
R
1.08 (0.87,1.34)
0.498
F
Population
20 1.12 (0.98,1.27) 0.106
R
1.04 (0.79,1.38)
0.772
F
1.13 (1.00-1.29) 0.058
R
1.13 (1.00,1.27) 0.051
R
1.02 (0.77,1.35)
0.886
F

R = random-effect model. F = fixed-effect model.

In our study, we found that there was evidence of heterogeneity in the association between
the TNF-α 308G/A polymorphism and urogenital cancer risk overall among the 39 stratified studies
in some genetic models. Therefore, the random-effect model was used to evaluate OR and 95%CI.
We performed a sensitivity analysis by excluding the studies that did not comply with the
HWE to estimate the sensitivity of our study. These studies were omitted, while the overall statistical
significance did not change, indicating that the results were stable. Therefore, we conclude that our
meta-analysis data were relatively stable and credible.
To estimate the publication bias of our meta-analysis, the Begg’s test was performed and
the results did not reveal any evidence of obvious asymmetry, indicating that there was minimal
publication bias (A vs G: P = 0.20; AA vs GG: P = 0.22; GA vs GG: P = 0.47; GA/AA vs GG: P =
0.33; AA vs GA/GG: P = 0.33). The funnel plot was symmetrical, which also indicates that there was
no publication bias in our study (Figure 2).

DISCUSSION
The etiology of urogenital cancers (including prostate, bladder, and cervical cancers, and
renal cell carcinoma) (Alibek et al., 2012) is complicated, and several risk factors are involved in their
development and progression. Environmental factors (Lichtenstein et al., 2000; Sharma et al., 2013;
Porru et al., 2014), dietary habits (Isa et al., 2013; Askari et al., 2014), chronic inflammation (Deivendran
et al., 2014; Neveu et al., 2014; Parida et al., 2014), infectious agents (Alibek et al., 2012), and genes
and gene polymorphisms (Bozdogan et al., 2014; Wu et al., 2013; Zhou et al., 2014) are considered
to be contributors, among which chronic inflammation and cytokines are thought to play the most
important role in tumor promotion and progression (Coussens et al., 2002; Alibek et al., 2012).
Genetics and Molecular Research 14 (4): 16102-16112 (2015)
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Figure 2. Funnel plot of the TNF-α 308G/A polymorphism and urogenital cancer risk.

TNF is an important infectious agent in inflammation progression as well as urogenital
cancer development. The TNF-α 308G/A polymorphism is a G/A polymorphism at nucleotide (nt)
-308, and is associated with the development of several urogenital cancers, including prostate
cancer (Zabaleta et al., 2008; Moore et al., 2009; Jones et al., 2013), cervical cancer (Singh, 2009;
Zuo et al., 2011), bladder cancer (Jeong et al., 2004; Kim et al., 2005; Leibovici et al., 2005), and
renal cell carcinoma (Jang et al., 2001). For example, Jeong et al. (2004) studied 113 patients with
bladder cancer and 109 healthy subjects and found that the genotype of the 308 nucleotide in the
TNF-α promoter had a statistically significant effect on TNF-α production and was related to the
bladder tumor grade. Kohaar et al. (2007) demonstrated that a single-nucleotide polymorphism
(SNP) at -308 (G/A) of the TNFα promoter increased the risk of HPV infection and development in
cervical cancer in Indian women. Although many studies have been performed to investigate the
associations between the TNF-α 308G/A polymorphism and urogenital cancers, the results of these
studies are controversial (Wu, 2004; Nonomura et al., 2006; Danforth et al., 2008; Wang et al.,
2011; Barbisan et al., 2012; Jones et al., 2013). In Wu et al. study (2004), 126 healthy people and
96 patients with prostate cancer were examined and their results suggested that prostate cancer
appears to be associated with the p53 gene codon 72 polymorphisms, but not with the TNF-α gene.
Ahirwar et al. (2008) suggested that TNF-α is not associated with bladder cancer risk and bacillus
Calmette-Guérin (BCG) therapy. Therefore, it is necessary to integrate all the eligible studies to
produce a comprehensive study that determines the exact relationship between the TNF-α 308G/A
polymorphism and urogenital cancers. Furthermore, to our knowledge, no comprehensive study
has previously been conducted to address this issue. Owing to the conflicting results, we conducted
this meta-analysis to provide a comprehensive assessment of the associations between the TNF-α
308G/A polymorphism and risk of urogenital cancer.
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In our meta-analysis, a significant association was found between the TNF-α 308G/A
polymorphism and urogenital cancer risk, indicating that the -308A allele might be a genetic risk
factor for susceptibility to urogenital cancer. In the subgroup analysis of cancer type, our study
suggested that the TNF-α 308G/A polymorphism led to an increased incidence of cervical cancer
risk in the allele contrast model (OR = 1.28, 95%CI = 1.08-1.52, P = 0.004), the heterozygote model
(OR = 1.27, 95%CI = 1.02-1.60, P = 0.034), and the dominant model (OR = 1.29, 95%CI = 1.061.58, P = 0.013), which was consistent with several of the studies we included (Duarte et al., 2005;
Kohaar et al., 2007; Singh, 2009; Zuo et al., 2011; Badano et al., 2012; Sousa et al., 2014), but
not with some of the other studies (Jang et al., 2001; Calhoun et al., 2002; Gostout et al., 2003;
Deshpande et al., 2005; Ivansson, 2010; Wang et al., 2011; Barbisan et al., 2012; Wang et al.,
2012). Furthermore, previous meta-analyses have produced the same conclusion. Interestingly, the
genotypes of the TNF-α 308G/A polymorphism among the urogenital cancer patients in Wang et al.
(2011) and Wang et al. (2012) studies did not follow HWE, which might be the main reason for the
significant differences. Our results also suggest that the TNF-α 308G/A polymorphism is significantly
associated with urothelial carcinoma. However, only one study (Wu et al., 2013) has investigated
the relationship between the TNF-α 308G/A polymorphism and urothelial carcinoma. This study also
suggests that TNF-α 308A/A or IL-8 251T/T genotypes and arsenic methylation have a significant
joint dose-response effect on urothelial carcinoma risk. Therefore, more large-scale studies should be
conducted. With regard to prostate, bladder, and renal cancers, no significant associations with the
TNF-α 308G/A polymorphism were found in our meta-analysis. Previous meta-analyses performed
on prostate cancer are consistent with our study, while for bladder cancer, a meta-analysis conducted
by Yang et al. (2012) demonstrated that the TNF-α 308AA+GA genotype might be a marker for the
tumor-invasive stage of bladder cancer. When we compared our study with Yang et al. study (2012),
we found that two studies (Nonomura et al., 2006; Ahirwar et al., 2008) were not included in Yang
et al. study (2012) when they compared genotypes between patients and control subjects using the
dominant model (AA/GA vs GG). Furthermore, one study was not included in our study owing to its
insufficient data, which might also have contributed to this controversial result.
In the subgroup analysis of ethnicity, significant association was found in Caucasian
populations, while there was no significant association in African-Americans, Asians, and mixed
populations, indicating that ethnicity might be an important risk factor in the development and
progression of urogenital cancer. Several factors may contribute to this difference, including racial
background, living environment, and life habits. Moreover, the unclear interaction of identified and
unidentified genes may also be involved in carcinogenesis.
In addition, we performed the subgroup analysis using different sources of controls, and
the results indicate that there is a significant association in hospital-based controls, but not in
population-based controls. In our opinion, there might be some bias in the control subjects of
the hospital-based group, in which latent infections and micro progression in the development
of urogenital cancers could not be eliminated. Therefore, these subjects might not have been
representative of the general population.
Despite a comprehensive analysis of the association between the TNF-α 308G/A
polymorphism and the risk of developing urogenital cancer, there are some limitations that
should be addressed. First, the association between the TNF-α 308G/A polymorphism and some
urogenital cancers, such as endometrial, ovarian, and penis cancer, were not performed by
researchers, and were not involved in our meta-analysis, which might have led to some bias in the
final conclusion. Second, the studies that we included and the raw data we used did not provide
sufficient information about the interaction between the TNF-α 308G/A polymorphism and other
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risk factors, such as other gene polymorphisms, living habits, and other exposures. Without these
considerations, we cannot draw an exact conclusion. Third, some urogenital cancers only occur in
women (such as cervical and ovarian cancers) or men (prostate cancer), and others cannot occur
in both population (such as bladder and renal cancers). Therefore, subgroup analysis based on
gender should also be conducted if studies performed on bladder and renal cancers are to provide
relevant data. Finally, although sensitivity analysis was conducted by excluding the studies that did
not comply with the HWE, and the results showed no sensitivity in our study, the results would have
been more credible if all the studies we included had complied with the HWE. Therefore, largerscale and better-designed studies are necessary to determine the association between the TNF-α
308G/A polymorphism and the risk of urogenital cancer.
In conclusion, in this meta-analysis we pooled all the available data related to the TNF-α
308G/A polymorphism and urogenital cancer risk, and our results suggest that the TNF-α 308G/A
polymorphism is significantly associated with the increased risk of urogenital cancer. Furthermore,
significant association was also found in Caucasian populations. More studies are required to
overcome the aforementioned limitations to further assess the association between the TNF-α
308G/A polymorphism and increased susceptibility to urogenital cancer.

Conflicts of interest
The authors declare no conflict of interest.

ACKNOWLEDGMENTS
We thank Mengdi Fan who provided additional help with this analysis.

REFERENCES
Ahirwar D, Kesarwani P, Manchanda PK, Mandhani A, et al. (2008). Anti- and proinflammatory cytokine gene polymorphism and
genetic predisposition: association with smoking, tumor stage and grade, and bacillus Calmette-Guérin immunotherapy in
bladder cancer. Cancer Genet. Cytogenet. 184: 1-8.
Badano I, Stietz SM, Schurr TG, Picconi AM, et al. (2012). Analysis of TNFα promoter SNPs and the risk of cervical cancer in
urban populations of Posadas (Misiones, Argentina). J. Clin. Virol. 53: 54-59.
Barbisan G, Pérez LO, Contreras A and Golijow CD (2012). TNF-α and IL-10 promoter polymorphisms, HPV infection, and
cervical cancer risk. Tumour Biol. 33: 1549-1556.
Berhane N, Sobti RC, Melesse S, Mahdi SA, et al. (2012). Significance of tumor necrosis factor α-308 (G/A) gene polymorphism
in the development of prostate cancer. Mol. Biol. Rep. 39: 11125-11130.
Calhoun ES, McGovern RM, Janney CA, Cerhan JR, et al. (2002). Host genetic polymorphism analysis in cervical cancer. Clin.
Chem. 48: 1218-1224.
Danforth KN, Rodriguez C, Hayes RB, Sakoda LC, et al. (2008). TNF polymorphisms and prostate cancer risk. Prostate 68: 400-407.
Deshpande A, Nolan JP, White PS, Valdez YE, et al. (2005). TNF-alpha promoter polymorphisms and susceptibility to human
papillomavirus 16-associated cervical cancer. J. Infect. Dis. 191: 969-976.
Duarte I, Santos A, Sousa H, Catarino R, et al. (2005). G-308A TNF-alpha polymorphism is associated with an increased risk
of invasive cervical cancer. Biochem. Biophys. Res. Commun. 334: 588-592.
Gostout BS, Poland GA, Calhoun ES, Sohni YR, et al. (2003). TAP1, TAP2, and HLA-DR2 alleles are predictors of cervical
cancer risk. Gynecol. Oncol. 88: 326-332.
Govan VA, Constant D, Hoffman M and Williamson AL (2006). The allelic distribution of -308 tumor necrosis factor-alpha gene
polymorphism in South African women with cervical cancer and control women. BMC Cancer 6: 24.
Huang Lili and Xu Lifa (2012). Research of gene polymorphism of cytokines on human papilloma virus induced cervical injury.
J. Bengbu Med. Coll. 07(37).

Genetics and Molecular Research 14 (4): 16102-16112 (2015)

©FUNPEC-RP www.funpecrp.com.br

J. Cai et al.

16112

Ivansson EL, Juko-Pecirep I and Gyllensten UB (2010). Interaction of immunological genes on chromosome 2q33 and IFNG in
susceptibility to cervical cancer. Gynecol. Oncol. 116: 544-548.
Jang WH, Yang YI, Yea SS, Lee YJ, et al. (2001). The -238 tumor necrosis factor-alpha promoter polymorphism is associated
with decreased susceptibility to cancers. Cancer Lett. 166: 41-46.
Jeong P, Kim EJ, Kim EG, Byun SS, et al. (2004). Association of bladder tumors and GA genotype of -308 nucleotide in tumor
necrosis factor-alpha promoter with greater tumor necrosis factor-alpha expression. Urology 64: 1052-1056.
Jinchao Ge (2007). Studies on the relationship between single nucleotide polymorphisms and susceptibility to prostate cancer
in Chinese population. Suzhou University.
Jones DZ, Ragin C, Kidd NC, Flores-Obando RE, et al. (2013). The impact of genetic variants in inflammatory-related genes on
prostate cancer risk among men of African Descent: a case control study. Hered. Cancer Clin. Pract. 11: 19.
Kesarwani P, Mandhani A and Mittal RD (2009). Polymorphisms in tumor necrosis factor-A gene and prostate cancer risk in
North Indian cohort. J. Urol. 182: 2938-2943.
Kim EJ, Jeong P, Quan C, Kim J, et al. (2005). Genotypes of TNF-alpha, VEGF, hOGG1, GSTM1, and GSTT1: useful
determinants for clinical outcome of bladder cancer. Urology 65: 70-75.
Kohaar I, Thakur N, Salhan S, Batra S, et al. (2007). TNFalpha-308G/A polymorphism as a risk factor for HPV associated
cervical cancer in Indian population. Cell. Oncol. 29: 249-256.
Leibovici D, Grossman HB, Dinney CP, Millikan RE, et al. (2005). Polymorphisms in inflammation genes and bladder cancer:
from initiation to recurrence, progression, and survival. J. Clin. Oncol. 23: 5746-5756.
McCarron SL, Edwards S, Evans PR, Gibbs R, et al. (2002). Influence of cytokine gene polymorphisms on the development of
prostate cancer. Cancer Res. 62: 3369-3372.
Moore SC, Leitzmann MF, Albanes D, Weinstein SJ, et al. (2009). Adipokine genes and prostate cancer risk. Int. J. Cancer
124: 869-876.
Nonomura N, Tokizane T, Nakayama M, Inoue H, et al. (2006). Possible correlation between polymorphism in the tumor necrosis
factor-beta gene and the clinicopathological features of bladder cancer in Japanese patients. Int. J. Urol. 13: 971-976.
Oh BR, Sasaki M, Perinchery G, Ryu SB, et al. (2000). Frequent genotype changes at -308, and 488 regions of the tumor
necrosis factor-alpha (TNF-alpha) gene in patients with prostate cancer. J. Urol. 163: 1584-1587.
Sáenz-López P, Carretero R, Cózar JM, Romero JM, et al. (2008). Genetic polymorphisms of RANTES, IL1-A, MCP-1 and
TNF-A genes in patients with prostate cancer. BMC Cancer 8: 382.
Singh H, Jain M, Sachan R and Mittal B (2009). Association of TNFA (-308G>A) and IL-10 (-819C>T) promoter polymorphisms
with risk of cervical cancer. Int. J. Gynecol. Cancer 19: 1190-1194.
Sousa H, Oliveira S, Santos AM, Catarino R, et al. (2014). Tumour necrosis factor alpha 308 G/A is a risk marker for the
progression from high-grade lesions to invasive cervical cancer. Tumour Biol. 35: 2561-2564.
Stanczuk GA, Sibanda EN, Tswana SA, Bergstrom S, et al. (2003). Polymorphism at the -308-promoter position of the tumor
necrosis factor-alpha (TNF-alpha) gene and cervical cancer. Int. J. Gynecol. Cancer 13: 148-153.
Tsai FJ, Lu HF, Yeh LS, Hsu CD, et al. (2001). Lack of evidence for the association of tumor necrosis factor-alpha gene
promoter polymorphism with calcium oxalate stone and bladder cancer patients. Urol. Res. 29: 412-416.
Wang MH, Helzlsouer KJ, Smith MW, Hoffman-Bolton JA, et al. (2009a). Association of IL10 and other immune response- and
obesity-related genes with prostate cancer in CLUE II. Prostate 69: 874-885.
Wang N, Zhang Y, Wang SZ, Zhang Q, et al. (2012). TNF-α rs1800629 polymorphism is unrelated to HPV16 infection or
cervical cancer risk in Chinese Population. J. China Med. Univ. 08 (41).
Wang Q, Zhang C, Walayat S, Chen HW, et al. (2011). Association between cytokine gene polymorphisms and cervical cancer
in a Chinese population. Eur. J. Obstet. Gynecol. Reprod. Biol. 158: 330-333.
Wang SS, Bratti MC, Rodríguez AC, Herrero R, et al. (2009b). Common variants in immune and DNA repair genes and risk for
human papillomavirus persistence and progression to cervical cancer. J. Infect. Dis. 199: 20-30.
Wu CC, Huang YK, Chung CJ, Huang CY, et al. (2013). Polymorphism of inflammatory genes and arsenic methylation capacity
are associated with urothelial carcinoma. Toxicol. Appl. Pharmacol. 272: 30-36.
Wu HC, Chang CH, Chen HY, Tsai FJ, et al. (2004). p53 gene codon 72 polymorphism but not tumor necrosis factor-alpha
gene is associated with prostate cancer. Urol. Int. 73: 41-46.
Zabaleta J, Lin HY, Sierra RA, Hall MC, et al. (2008). Interactions of cytokine gene polymorphisms in prostate cancer risk.
Carcinogenesis 29: 573-578.
Zhang J, Dhakal IB, Lang NP and Kadlubar (2010). Polymorphisms in inflammatory genes, plasma antioxidants, and prostate
cancer risk. Cancer Causes Control 21: 1437-1444.
Zu Feili Aili (2010). Research of HPV infection and TNF-α polymorphism in Chinese Xinjiang population. Chin. J. Obstet.
Gynecol. 45: 709-711.
Zuo F, Liang W, Ouyang Y, W Li, et al. (2011). Association of TNF-α gene promoter polymorphisms with susceptibility of
cervical cancer in southwest China. Lab. Med. 42: 287-290.

Genetics and Molecular Research 14 (4): 16102-16112 (2015)

©FUNPEC-RP www.funpecrp.com.br

