Lack of an association between matrix
metalloproteinase polymorphisms and
coronary heart disease in a Han Chinese
population
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ABSTRACT. Coronary heart disease (CHD) has become a leading
cause of human deaths worldwide. Recent studied showed that
polymorphisms of the matrix metalloproteinase (MMP) genes played
important roles in extracellular matrix remodeling and contribute to the
pathogenesis of vascular diseases. Here, we investigated whether these
MMP gene polymorphisms were associated with CHD in Han Chinese.
Our case-control study was involved with 1509 unrelated individuals,
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including 777 CHD cases and 732 controls. We selected a total of five
polymorphisms whose genotypes were determined using Sequenom
iPLEX technology. Our results showed there were no significant
associations between the five MMP gene polymorphisms and CHD risk
at either genotype or allele levels (P > 0.05). Further subgroup analyses
by sex were also unable to reveal any significant association (P > 0.05).
In conclusion, no significant associations were found between the five
MMP gene polymorphisms and the risk of CHD in Han Chinese.
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