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ABSTRACT. The insulin-like growth factor 2 receptor gene (IGF2R)
encodes a transmembrane protein receptor and acts to sequester and
degrade excess circulating insulin-like growth factor 2, which is critical
for normal mammalian growth and development. Thus, IGF2R may serve
as a candidate gene underlying growth trait in the common carp. In this
study, we isolated the intron one of common carp IGF2R and detected
the diversity in 3 continuous generations of FFRC strain common
carp. A total of 8 loci were detected within this region, which were
named in accordance with their location (i.e., Loc84, Loc106, Loc119,
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Loc130, Loc145, Loc163, Loc167, and Loc265). Loc106, Loc119,
and Loc145 were moderately polymorphic; while Loc84, Loc130,
Loc163, Loc167, and Loc265 exhibited slight level of polymorphism.
However, significant differences between polymorphism information
content values were not observed among the different generations. For
Loc145, all generations deviated from Hardy-Weinberg equilibrium.
The total number of significant linkage disequilibria for all generations
equaled 40. Among them, 4 pairs were detected in each population,
while 8 pairs were found in the 2nd and 3rd generations. For Loc130,
the G/T genotype exhibited higher body weight when compared to that
of the G/G genotype. The frequency of the homozygous G/G genotype
reached 87.96%; thus, we can improve FFRC strain common carp
growth performance by increasing the percentage of the G/T genotype
within a breeding population. Therefore, the G/T genotype could be
used as a molecular marker for superior growth traits.
Key words: FFRC strain common carp; IGF2R; Intron one;
Single nucleotide polymorphisms

Genetics and Molecular Research 14 (1): 407-418 (2015)

©FUNPEC-RP www.funpecrp.com.br

