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ABSTRACT. The present study aimed to analyze genetic relatedness 
and differentiation of common native goat populations in some countries 
of the Middle East. The populations were Ardi, Black Bedouin, and 
Damascus goats in the Kingdom of Saudi Arabia, Jordan, and Syria, 
respectively. Domesticated goats of the Middle East are mostly related 
to common ancestors, but there is limited molecular genetic evidence. 
Four microsatellite DNA markers were genotyped in 89 individuals of 
the three populations using an automated genetic analyzer. Ardi, Black 
Bedouin, and Damascus goats exhibited high average allele number 
and expected heterozygosity of 8.25, 9, and 7.25, and 0.750, 0.804, and 
0.779, respectively. F-statistics for population differentiation showed 
6.0% of total genetic variation, whereas 94.0% as differentiation between 
individuals within all populations. The least varied within populations 
was Ardi goats, then Damascus goats and finally Black Bedouin goats. 
Furthermore, the Damascus goat population was more differentiated 
from Black Bedouin goats than from Ardi goats. On the other hand, 
there was strong evidence of admixture between the majority of Ardi 
and Black Bedouin goat individuals but little with those of Damascus 
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goats. Genetic distance between Ardi and Black Bedouin goats was 
the shortest, whereas it was the longest between Ardi and Damascus 
goats. The phylogenetic tree clearly revealed the expected degree of 
differentiation in the three populations. From a genetic conservation 
point of view, it is recommended to maintain the biodiversity of these 
distinct populations in case genetic migration of genetic resources and 
genetic conservation are absent.
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