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B.H. Wang1,2, P. Zhu1, Y.L. Yuan2, C.B. Wang3, C.M. Yu1, H.H. Zhang1, 
X.Y. Zhu1, W. Wang4, C.B. Yao1, Z.M. Zhuang1 and P. Li1,2

1School of Life Sciences, Nantong University, Nantong, Jiangsu Province, 
China
2State  Key  Laboratory of Cotton Biology, Anyang, Henan Province, China
3Agricultural Biotechnology Research Center, 
Shanxi Academy of Agricultural Sciences, Taiyuan, Shanxi Province, China
4Agricultural Science Institute of Coastal Region of Jiangsu, Yancheng, 
Jiangsu Province, China

Corresponding author: P. Li
E-mail: pingli6@yahoo.com

Genet. Mol. Res. 13 (2): 3732-3746 (2014)
Received August 14, 2013
Accepted December 2, 2013
Published May 13, 2014
DOI http://dx.doi.org/10.4238/2014.May.13.1

ABSTRACT. Salt stress is becoming one of the major problems in 
global agriculture with the onset of global warming, an increasing 
scarcity of fresh water, and improper land irrigation and fertilization 
practices, which leads to reduction of crop output and even causes 
crop death. To speed up the exploitation of saline land, it is a good 
choice to grow plants with a high level of salt tolerance and economic 
benefits. As the leading fiber crop grown commercially worldwide, 
cotton is placed in the moderately salt-tolerant group of plant species, 
and there is promising potential to improve salt tolerance in cultivated 
cotton. To facilitate the mapping of salt-tolerant quantitative trait loci 
in cotton so as to serve the aims of salt-tolerant molecular breeding 
in cotton, it is necessary to develop salt-tolerant molecular markers. 
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The objective of this research was to develop simple sequence repeat 
(SSR) markers based on cotton salt-tolerant expressed sequence tags. 
To test the efficacy of these SSR markers, their polymorphism and 
cross-species transferability were evaluated, and their value was 
further investigated on the basis of genetic diversity and evolution 
analysis.
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