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ABSTRACT. To better understand the function of the myostatin gene 
and its promoter region in bovine, we amplified and sequenced the 
myostatin gene and promoter from the blood of Qinchuan and Red Angus 
cattle by using polymerase chain reaction. The sequences of Qinchuan 
and Red Angus cattle were compared with those of other cattle breeds 
available in GenBank. Exon splice sites were confirmed by mRNA 
sequencing. Compared to the published sequence (GenBank accession 
No. AF320998), 69 single nucleotide polymorphisms (SNPs) were 
identified in the Qinchuan myostatin gene, only one of which was an 
insertion mutation in Qinchuan cattle. There was a 16-bp insertion in the 
first 705-bp intron in 3 Qinchuan cattle. A total of 7 SNPs were identified 
in exon 3, in which the mutation occurred in the third base of the codon 
and was synonymous. On comparing the Qinchuan myostatin gene 
sequence to that of Red Angus cattle, a total of 50 SNPs were identified 
in the first and third exons. In addition, there were 18 SNPs identified in 
the Qinchuan cattle promoter region compared with those of other cattle 
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breeds (GenBank accession No. AF348479), but only 14 SNPs when 
compared to the Red Angus cattle myostatin promoter region.
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