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Identification of naturalized goat breeds 
under conservation from northeastern Brazil 
using chromosomal markers
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ABSTRACT. In order to provide the first cytogenetic data of 
naturalized and threatened goat breeds from northeastern Brazil, 
cytogenetic analyses were carried out in individuals of Repartida and 
Moxotó breeds raised in Bahia and Ceará States. Males and females 
of both breeds had 2n = 60, with 29 autosomal acrocentric pairs plus 
the sex chromosome pair. The number of nucleolar organizer region 
(NOR)-bearing chromosomes ranged from 6 to 8 per metaphase 
in Moxotó and Repartida goats, respectively. The active NORs in 
Repartida individuals were located exclusively at the terminal regions 
of the long arms, as usually detected in Bovidae. Otherwise, Moxotó 
specimens presented a large autosomal pair with NORs on short arms. 
GC-rich heterochromatin was detected at the centromeres in both 
breeds, although polymorphic terminal C-bands were visualized on 
pair 25 in Moxotó. In addition, GC-rich regions were detected at the 
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terminal regions of the long arms of a single pair in Repartida and of 
20 chromosomes in Moxotó goats. The differences in both the number 
and/or position of Ag-NORs and GC-rich sites between Repartida and 
Moxotó breeds represent efficient cytogenetic markers that can be used 
in the identification and conservation of the genetic integrity of each 
lineage. In spite of the small effective population size of these breeds, 
chromosomal abnormalities related to drift or inbreeding effects were 
absent in the samples analyzed.
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