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ABSTRACT. Researchers have classified the Heliconia genus as 
a group of highly variable and diverse plants. Species and cultivars 
are visually differentiated primarily on the basis of the color 
and size of inflorescence bracts. At taxonomic level, flower type 
(parabolic, sigmoid, or erect) and size are taken into account. The vast 
morphological diversity of heliconias at intra-specific, intra-population, 
and varietal levels in central-west Colombia prompted the present study. 
We characterized the genetic variability of 67 genotypes of cultivated 
heliconias belonging to Heliconia caribaea Lamarck, H. bihai (L.) L., 
H. orthotricha L. Andersson, H. stricta Huber, H. wagneriana Petersen, 
and H. psittacorum L. f., as well as that of several interspecific hybrids 
such as H. psittacorum L. f. x H. spathocircinata Aristeguieta and H. 
caribaea Lamarck x H. bihai (L.) L. We also created an approximation 
to their phylogenetic analysis. Molecular analysis using amplified 
fragment length polymorphism (AFLP) markers revealed a total of 
170 bands. Two large, well-defined groups resulted: the first grouped 
cultivars of the very closely related H. caribaea and H. bihai species 
with those of H. orthotricha and H. psittacorum, and the second 
grouped H. stricta and H. wagneriana cultivars. The lowest percentage 
of polymorphism was found in H. psittacorum (17.65%) and the highest 
was in H. stricta (55.88%). Using AFLP, phylogenetic analysis of the 
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species studied revealed the monophyletic origin of the Heliconiaceae 
family, and identified the Heliconia subgenus as monophyletic while 
providing evidence of the polyphyletic origin of several representatives 
of the Stenochlamys subgenus.
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